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the effect of amino-acid mutations from the analysis of large sets of
evolutionary related protein sequences, with varying amino acid composition
but conserved structure and function.

When tested against experimental measurements of the mutational landscape of
E.coli TEM-1, a bacterial enzyme involved in antibiotic resistence, this
statistical modeling of evolutionary information has proved to strongly
ameliorate predictions of standard sequence and structural analysis,
demonstrating the importance of taking into account epistatic interaction
between sites and context dependent effects.
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